Key indicators: single-crystal X-ray study; T = 100 K; mean (C-C) = 0.007 Å; R factor = 0.026; wR factor = 0.062; data-to-parameter ratio = 25.1.
The asymmetric unit of the title compound, [HgBr 2 -(C 8 H 8 N 2 S 2 )], contains two crystallographically independent molecules. The Hg II atoms are four-coordinated in a distorted tetrahedral geometry by two N atoms from a 2,2 0 -dimethyl-4,4 0 -bi-1,3-thiazole ligand and two Br atoms. In the crystal structure, intermolecular C-HÁ Á ÁBr hydrogen bonds andcontacts between the thiazole rings [centroid-centroid distances = 3.670 (3) and 3.614 (2) Å ] stabilize the structure. 
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Experimental
Crystal data [HgBr 2 (C 8 Hydrogen-bond geometry (Å , ). 
Data collection: APEX2 (Bruker, 2007); cell refinement: SAINT (Bruker, 2007); data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) and Mercury (Macrae et al., 2006) ; software used to prepare material for publication: SHELXTL.
A. Abedi
Comment Recently, we reported the synthesis and crystal structure of [HgI 2 (dm4bt)] (dm4bt is 2,2'-dimethyl-4,4'-bithiazole) (Abedi & Yahyazade Bali, 2010) . Dm4bt is a good bidentate ligand, and numerous complexes with dm4bt have been prepared, such as that of zinc , thallium , cadmium ) and copper (Al-Hashemi et al., 2009 , 2010 . For further investigation of dm4bt, we synthesis the title complex and report herein its crystal structure.
The asymmetric unit of the title compound ( Fig. 1 ) contains two crystallographically independent molecules. The Hg II atom is four-coordinated in a distorted tetrahedral configuration by two N atoms from a dm4bt ligand and two Br atoms.
The Hg-N and Hg-Br bond lengths (Table 1) In the crystal structure, intermolecular C-H···Br hydrogen bonds (Table 2 ) and π-π contacts ( 
Experimental
For the preparation of the title compound, a solution of dm4bt (0.26 g, 1.3 mmol) in methanol (15 ml) was added to a solution of HgBr 2 (0.47 g, 1.3 mmol) in methanol (15 ml) at room temperature. Crystals suitable for X-ray diffraction experiment were obtained by methanol diffusion into a colorless solution in DMSO after one week (yield: 0.52 g, 71.8%).
Refinement
H atoms were positioned geometrically and refined as riding atoms, with C-H = 0.95 (CH) and 0.98 (CH 3 ) Å and with U iso (H) = 1.2(1.5 for methyl)U eq (C). The highest residual electron density was found at 0.85 Å from Hg2 atom and the deepest hole at 0.70 Å from Hg1 atom.
Figures Fig. 1 . The molecular structure of the title compound. Displacement ellipsoids are drawn at the 50% probability level.
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